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t}. Saccharomyce cerevisiae <3-E A : X2l Saccharomyces cerevisiacS <5 S
S. cerevisiae®] ZEtAv|= HEZT ol = o5 FEAE WEHE ALEStE S5
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2}, Pseudomonas putida - € A . Pseudomonas putida strain KT24403} Z2~n=
pKT262, pKT263, pKT264E A}-&3t= ST-9E
vl Streptomyces “ST-WE A Streptomyces coelicolor, S. lividans, S. parvulus, S.
griseus strain¥ <AAFE MWEQ  Streptomyces ZeF~v|= SCP2, SLP1.2, pIJ101,
actinophage phi C31%} ¢o]59] fE=AE AMS3h= - WEHA

v}, Neurospora crassa <5-HEA @ 371 T AEXE WA 7] fste] WA R Newrospora
crassas ST otal o]59 FEAE WHE ALSste -9 E

A}y, Agrobacterium tumeficiens <-WE Al © Agrobacterium tumeficienss 52 AH&35F]
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pSC101, pMB9, pBR313, pDH24, pBR322,
pBR325, pBR327, pGL101, pHBI

Escherichia coli K12 strain|Escherichia coli / S. cerevisiae hybrid plasmid
chi 1776 : YIpl, YEp2, YEp4, YIpb, YEp6, YRp7,
YEp20, YEp2l, YEp24, YIp25, YIp26, YIp27,
YIp28, YIp29, YIp30, YIp31l, YIp32, YIp33

DP50supF Agt WES AB
FE'scherichia coli K12 Agt Z] vir AB
DP50supF Agt ALO - AB
DP50 ®E+= DPS0supF Charon 3A
DP50 H=+= DP50supF Charon 4A
DP50 ®=+= DP50supF Charon 16A
DP50supF Charon 21A
DP50 X+ DPS0supF Charon 23A
DP50 T+ DPS0supF Charon 24A

W3l : Escherichia coli K12 strain chi 2447, chi 22812 DP50 & DP50supF 5919
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YEp20, YEp21, YEp24, YIp25, YIp26, YIp27,
cerevisiae. SHY1, SHY2Z,

YIp28, YIp29, YIp30, YIp31, YIp32, YIp33
SHY3, SHY4
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Bacillus subtilis ASB 298,
RUB 331, BGSC 1S53

pUB110, pC194, pS194, pSAZ2100, pE194,
pT127, pUB112, pC221, pC223, pAB124




